was resolved by SDS-PAGE and detected by Coommassie blue with a defined amount of GST as a homogeneity control.
Supplemental figure 2. C190S mutation leads to an abnormal subcellular location of RhoS
HEK293T cells transfected with the indicated plasmids were lysed in buffer A containing 0.5% Triton X-100. The supernatant (S) was obtained by centrifugation, and the pellet fraction (P) containing nuclei and membrane parts were harvested and resuspended in 1×SDS sample buffer. Equal amounts of supernatant (S) and pellet (P) fractions were resolved by SDS-PAGE followed by immunoblotting. The levels of GAPDH and LaminA+C were also included not only as the loading controls but also as the makers for different subcellular fractions. 
